
www.wjpls.org         │        Vol 11, Issue 7, 2025.         │          ISO 9001:2015 Certified Journal         │ 

 

Vaitla et al.                                                                                       World Journal of Pharmaceutical and Life Science  

 

 

 

 

 

 

79 

 

 

 

COGNISYNTH: AI-POWERED MOLECULAR CREATIVITY IN DE NOVO DRUG 

DESIGN 
 
 

Bhaskar Vaitla
1
*, Rama Prasanth Reddy Satti

2
, Savithri Devi Vasa

3
 and Sravanthi Kurupudi

4
 

 

*
1
4

th
 Year Bpharmacy, Lydia College of Pharmacy, Ethakota, Ravulapalem, Andhra Pradesh, India. 

2
Student, 3

rd
 Year Bpharmacy, Lydia College of Pharmacy, Ethakota, Ravulapalem, Andhra Pradesh, India. 

3
Student, 3

rd
 Year Bpharmacy, Lydia College of Pharmacy, Ethakota, Ravulapalem, Andhra Pradesh, India. 

4
Student, 2

nd
 Year Bpharmacy, Lydia COLLEGE of Pharmacy, Ethakota, Ravulapalem, Andhra Pradesh, India.  

 

 
 

 

 

 
Article Received on 08/05/2025                                   Article Revised on 09/05/2025                                  Article Accepted on 18/06/2025 

 

 

 

 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

INTRODUCTION 
Drug discovery has traditionally been characterized by a 

protracted timeline, significant financial investment, and 

high attrition rate. On average, it takes over a decade and 

billions of dollars to bring a single new drug from initial 

discovery to market approval, with only a small fraction 

of compounds successfully transitioning from the 

preclinical phase to clinical trials. This inefficiency is 

largely attributed to the limitations of conventional 

methodologies that rely heavily on high-throughput 

screening, iterative synthesis, and trial-and-error 

approaches. As the pharmaceutical industry faces 

mounting pressure to accelerate drug development while 

minimizing costs and risks, a paradigm shift toward more 

innovative and computationally driven strategies has 

occurred.
[1]

 

 

One such transformative approach is de novo drug 

design, which involves constructing novel chemical 

entities from first principles rather than relying solely on 

modifications of existing molecules. Unlike traditional 

ligand- or structure-based drug design methods, which 

often yield analogs of known compounds, de novo 

design enables the creation of structurally unique 

molecules tailored to interact with specific biological 

targets. This technique holds immense potential for 

identifying lead compounds with improved efficacy, 

selectivity, and safety. However, the vastness and 

complexity of chemical space, which is estimated to 

contain up to 10^60 drug-like molecules, pose a 

significant challenge to de novo methods when applied 

using conventional computational techniques alone.
[2]

 

 

Enter artificial intelligence (AI), a powerful 

technological advancement that has begun to reshape the 

landscape of drug discovery. The integration of AI into 

de novo drug design represents a significant leap 

forward, allowing for the intelligent navigation of 

enormous chemical spaces, modeling of intricate 

structure-activity relationships (SARs), and prediction of 

pharmacological and toxicological properties with 

unprecedented speed and accuracy. AI algorithms, 

particularly those based on deep learning architectures, 

have demonstrated remarkable success in generating 
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novel molecular structures, optimizing lead compounds, 

and proposing synthetic pathways for candidate 

molecules.
[3]

 

 

Recent advancements in machine learning (ML), 

including generative models such as variational 

autoencoders (VAEs), generative adversarial networks 

(GANs), and reinforcement learning (RL)-based 

frameworks, have further propelled this field by enabling 

models to learn directly from data and iteratively 

improve their outputs. These models can generate 

entirely new scaffolds that would be difficult, if not 

impossible, to conceptualize using traditional, human-led 

design processes. Furthermore, the integration of AI with 

computational chemistry tools, such as molecular 

docking and retrosynthetic analysis, offers a holistic 

framework for drug discovery that is data-driven, 

scalable, and adaptable to various therapeutic areas.
[4-6]

 

 

Importantly, the synergy between AI and de novo design 

not only expedites existing workflows but also redefines 

them. AI is no longer just a tool for data analysis or 

automation; it is becoming a co-creator in the design 

process, capable of generating hypotheses, guiding 

experiments and learning from outcomes. This 

transformation heralds a new era of rational drug 

discovery, where creativity is augmented by 

computational intelligence and molecular innovation is 

driven by both empirical knowledge and algorithmic 

reasoning. 

 

However, the adoption of AI-driven de novo design also 

presents challenges and responsibilities. Issues related to 

data quality, model interpretability, ethical AI use, and 

regulatory compliance must be carefully considered to 

ensure the integrity and safety of AI-generated drug 

candidates. The interdisciplinary nature of this field 

requires collaborative efforts across computational 

science, chemistry, biology, pharmacology, and bioethics 

to fully harness its potential.
[7]

 

 

This study provides a comprehensive, future-oriented 

review of how AI is revolutionizing the domain of de 

novo drug design. We aim to elucidate the core 

methodologies, highlight key technological 

advancements, examine real-world applications, and 

address the challenges that lie ahead of this field. By 

presenting an integrative perspective, we aspire to create 

a foundational reference for current researchers and the 

next generation of scientists working at the intersection 

of AI and pharmaceutical innovation. The fusion of 

human expertise with artificial intelligence marks not 

only an evolution but also a reimagination of how new 

therapeutics are discovered, optimized, and brought to 

patients worldwide.
[8]

 

 

Literature Review 
Early computational models, such as structure-based 

drug design (SBDD) and ligand-based drug design 

(LBDD), paved the way for algorithmic interventions. 

However, their dependency on known scaffolds limits 

their novelty. AI circumvents this by enabling the 

following. 

 Deep learning frameworks include convolutional 

neural networks (CNNs) for structure prediction and 

recurrent neural networks (RNNs) for SMILES-

based molecular generation.
[9]

 

 Generative Adversarial Networks (GANs): GANs 

synthesize chemically valid novel molecules via 

adversarial learning mechanisms.
[10]

 

 Variational Autoencoders (VAEs): VAEs compress 

molecular representations into latent spaces, 

allowing smooth interpolation and generation of 

drug-like candidates.
[11]

 

 Reinforcement Learning (RL): RL incorporates 

feedback from docking scores or ADMET properties 

to refine molecular designs through iterative 

cycles.
[12]

 

 The literature also reflects an increasing interest in 

hybrid AI approaches that combine symbolic AI 

with neural networks, such as graph neural networks 

(GNNs), for a better molecular understanding. 

Notable studies include DeepChem, MolGAN, and 

the REINVENT platform.
[13]

 

 

Methodological Framework 
A generalized AI-powered de novo design pipeline 

involves the following. 

1. Target Identification: Leveraging bioinformatics 

databases and omics data to identify therapeutic 

targets. 

2. Data Curation: Cleaning and encoding of molecular 

libraries using molecular fingerprints or graph-based 

encodings. 

3. Model Development: Deployment of supervised, 

unsupervised, or reinforcement learning models to 

simulate SAR. 

4. Molecule Generation: VAEs, GANs, or transformer-

based models (e.g., GPT-Drug) are used to generate 

candidates. 

5. Scoring and Filtering: ADMET profiling, toxicity 

prediction, and synthetic feasibility assessment. 

6. Lead Optimization: Real-time feedback from 

molecular docking, QSAR modeling, and multi-

objective optimization. 

7. Validation: In vitro and in silico validation were 

performed to ensure accuracy and reproducibility. 

8. Newer approaches involve multi-agent 

reinforcement learning (MARL), evolutionary 

algorithms, and Bayesian optimization for smarter 

molecular evolution.
[14]
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Fig 1: representing AI- powered De Novo Drug Design Pipeline. 

 

Case Studies and Applications 

 Insilico Medicine: Successfully used GANs to 

develop DDR1 kinase inhibitors in less than 46 

days.
[15]

 

 Exscientia: AI-designed drug candidates for OCD 

entered human clinical trials, marking a historic 

milestone in the field.
[16]

 

 Atomwise: Developed AtomNet for structure-based 

drug discovery using CNNs. 

 BenevolentAI: Used NLP and AI to identify 

baricitinib for COVID-19 treatment. 

 Schrödinger: Combined physics-based modeling 

with AI for lead optimization refinement. 

 These exemplars underscore AI’s capacity of AI to 

compress timelines, reduce costs, and improve 

precision in hit-to-lead transitions.
[17]

 

 

Retrosynthesis and Predictive Modeling 
AI’s application of AI in retrosynthetic analysis allows 

the prediction of reaction pathways for complex 

molecules, significantly improving synthetic 

accessibility. Programs such as AiZynthFinder, 

ASKCOS, and Chematica utilize machine learning for 

automatic synthesis planning. 

 

Additionally, predictive modeling of ADME-Tox 

properties using deep neural networks ensures the early 

filtering of compounds with undesirable 

pharmacokinetics. Integration with lab-on-chip platforms 

further bridges the design-synthesis-testing cycles.
[18]

 

 

Virtual Screening and Docking Integration 

AI enhances virtual screening by prioritizing hits with 

the highest predicted binding affinities using ligand- and 

structure-based methods. AutoDock Vina, DeepDock, 

and GNINA have been integrated with deep learning to 

improve docking accuracy and pose prediction. 

Deep generative models also optimize molecular 

scaffolds for binding pocket fit, utilizing protein-ligand 

interaction fingerprints and atomic grid encoding.
[19]

 

 

Challenges and Limitations 

 Despite this promise, challenges persist. 

 Data Quality: Garbage-in-garbage-out remains a risk 

owing to poor dataset curation. 

 Interpretability: Many AI models are black boxes 

with limited explanations. 

 Reproducibility: Varying results with different 

hyperparameters or data sets. 

 Regulatory Acceptance: Lack of universal standards 

for AI-based tools in regulatory submissions. 

 Ethical Concerns: Algorithmic biases and potential 

misuse in the design of harmful compounds. 

 Future efforts should focus on developing 

explainable AI (XAI) frameworks and standardized 

validation metrics. 

 

Ethical and Regulatory Considerations 

Although AI holds immense promise, it also introduces 

challenges related to data transparency, algorithmic bias, 

and reproducibility. Regulatory agencies have begun 

drafting guidelines for AI-assisted drug development, 

emphasizing validation, accountability, and traceability. 

 

Furthermore, ethical concerns regarding the IP 

ownership of AI-generated molecules and the possibility 

of dual-use misuse (e.g., synthesis of toxic agents) 

require proactive governance. 

 

The World Health Organization and FDA have 

emphasized the need for ethical AI in health sciences and 

called for cross-disciplinary governance models.
[20]

 

 

Future prospects 

 The confluence of AI with quantum computing, 

synthetic biology, and digital twins heralds the dawn 
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of an era whichere therapeutic ideation may occur 

entirely in silico. Interdisciplinary collaboration will 

be pivotal in developing interpretable AI models that 

bridge molecular creativity and pharmacological 

efficacy. 

 By integrating semantic search engines, natural 

language processing (NLP), and knowledge graphs, 

future AI models may self-curate literature, identify 

gaps, and propose hypotheses, further accelerating 

innovation. 

 Emerging areas such as AI-generated chemical 

patents, emotion-informed drug personalization, and 

continuous learning AI systems will redefine 

pharmaceutical R&D paradigms.
[21]

 

 

 
Fig 2: Representing future synergies in discovering drugs. 

 

CONCLUSION 

AI-driven de novo drug design is not only an incremental 

innovation but also a disruptive force that reshapes 

pharmaceutical paradigms. By intelligently navigating 

vast chemical universes, predicting bioactivity, and 

optimizing pharmacokinetics, AI has redefined the art 

and science of drug discovery. This article serves as both 

a reflective review and a visionary roadmap for 

researchers aiming to harness this transformative 

synergy. 

 

The integration of AI with experimental and clinical 

workflows promises a dynamic, self-improving 

ecosystem of discovery, where machines ideate, 

evaluate, and adapt to human needs with unprecedented 

efficiency. 
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